Here we mention an additional HIV-1 protein, HIV-1 viral protein R (Vpr) that interacts with miRNAs and it is involved in gene expression networks. The manipulation of miRNA expression is anticipated to become important in the attack on disease. miRNAs are generally derived from non-coding portions of the human genome and are intricately involved in gene expression control [2] . Moreover, it is estimated that although 1% of human genes are miRNAs, these miRNAs are involved in the control of gene expression of 10% of all the genes It should be noted that in the GNCPro database, Drp-1 maps to three genes CRMP1, DAPK2, and UTRN. Similarly, the gene IP3R maps to two genes ITPR1 and ITPR3 [7] . The proteins affected by miRNA-34a are identified as and include IRBITinositol 1,4,5-trisphosphate (IP3) receptor-binding protein; AHCYL1 -adenosyl-homocysteinase-like 1; SERP1 -stressassociated endoplasmic reticulum protein 1; SIRT1 -sirtuin 1; NEFM -neurofilament, medium polypeptide; Drp-1 -dystrophin related protein 1/utrophin; CRMP1 -collapsin response mediator protein 1; DAPK2 -death-associated protein kinase 1; UTRN -utropin; ITPR1 -inositol 1,4,5-trisphosphate receptor, type 1; IP3R -inositol 1,4,5-trisphosphate receptor, type 3; ITPR3 -inositol 1,4,5-trisphosphate receptor, type 3; STIM1 -stromal interaction molecule 1; CREB -cAMP responsive element binding protein; and Orai -calcium releaseactivated calcium modulator [5, 7-9]. It should be noted that the Orai gene is absent from the GNCPro database. In addition, it should be noted that the terminology -semantics -is not fully consistent for a few of these proteins across all databases. As mentioned previously, a future analysis of semantics in the public databases will be done [10] . The figures illustrate various gene interactions among the proteins mentioned above. It is left as a puzzle for the interested reader to identify the various genes and their functions in Figures 1 & 2 [7-9 ].
